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FIG. 1 

r " ^ 

NUCLEOTIDE AND SEQUENCE 

Nucleic acid sequence of Protease T (SEQ.ID.NO. :1) 

GACCACGGCCXnmXXXXlAGCavSGCCI^^ 
TCCTO2TCCTX3CTCTGTTTTGGGTC^ 
CCAGGATCCTCAACCGAATGGTGGGCGGGCAGG^^^ 
AAGTO:iGCATOM:XX:S^a3GAAG0C^^ 
GGCnajraACGGCTO^GCACTGCTITOSC^ 
TO:Ta3GGGC2AGGCAGCTAGTGCAGCCGGGA.CCACACGCT^^ 
AQGra3AGACX:^^CXXCCICTACCm3^ 
AGCIOSAGGCACCAGTGaXTn^lCCAA^^ 
CGGTCATXTITCAGACQGGCATGAACTGCT^^ 
AAGACCTCCm:Ca3AACCGCQGATCCTGCAGAAA(^^ 
CCAAGTCCAACCTGCTX:TACAGCAAAGACACCX2AGT^^ 
AGAATCACATCCn3IO:GCC!GGCTia3A^^ 
CX3GGCGGCCCCCni3TXno:CTO3TGGGTC^^ 
GGGGIGAQGGCTOia:CCG(XAGZ^CCGCCCAGGT^^ 
ACAACnOSATCCATCQGATO^TOXXZAAM^ 
AGAAGTCAGACCCCCGGGGCCAGGAGCCCCTTGAGCAGAGCT^^ 
CCCACACCATCCTGCTCGTCCTCCCAGCGCTGCTGTTGCACCT^^ 
CAlTICTAAATAGCGCTCCTianx:a:CTCI<^^ 
CCAATAAAAACCCAGCCTGTGTGCCAGCTG 



>Amino Acid Sequence of Protease T (SEQ.ID.NO.:?) 



MRKPAAVPIiJX]XJX3SQRAKAATACGRPE^^ 
GGSLIMQWVLTAAHCFIOTSETSLYQVLIiG^ 
SSADVALVELEAPVPFTimiJV(XEDPSVIFEIGM^ 
lAWIIim^KCMiYSKmEFGY'QPKTIKlSIEM]^^ 

WLQAGVISWGEGCARQNRPGVYIRVTAHHNWIHRIIPKLQFQPARLGGQK 
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FIG. 2 

— Protease! 

Prostasin 

p-Tryptase 

— Trypslnogen-I 

Kal-1 

. Chymotrypsinogen 



3/6 



xo 

Q.GC 

oo 

CQCQ 



CO 
Z5 
111 
_l 

o 

I— 

Q< 



X 

ill 
1- 
cc 

-J< 

CQCQ 

(Ttr 

UJlii 

OO 



CO 

<< 

XX 



CO 
3 

ceo 

11 

COI- 
CQCQ 
33 
COCO 



< 

o 
z 

o 

IS 

<UJ 
H-OJ 



< 

UJ 
X 



CO <^ 



CO 

OL11UJU.U-U- 



< 
X 

CLUJ 
SO 



E < UJ £9 1^ 3 3 



HI 

>- 
QIC 






mS 

QLU£ 

"J ^ 

ccoi§iiJoco^o95 
>-)^Oco><Ez_io: 

13 jlj200S:CLQ.Q. 



LU 

_J 

o 

CO 
3 



Hill 

ccco 



LU 

HO X 
ZO_o CO 



LU 



=3< 

CO CO CO CO 



<C03 



GOO 

ccoca: 

< 

•igooo 



Q-KUJXgg^^^^ 



4/6 



FIG. 4 
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FUSION PROTEIN 

Nucleic Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. : 8) . 

GAATiTCACCACCATCGACAGCAAAGGTTCGTCGCAGAAATC^ 
GTCGTCTCAAATCTACTCTTCTGCCAQGGT^^ 

gtcgacgcggccgctcttcctcccccctttgatgat^ 

gctctagaggagggcgagtggccctcgcaagtcagcatccagcgcaac^ 

tccgggggcagcctcatcxx:ggagcagtgggtcctgacggct^^ 

ACCTCTCAGACGTCCCTCTACCAGGTCCTGC^^ 

ccacacgctatgtatccccgggtcaggcaggtggagagcaaccccctgtaccagg^ 

gcctccagcgctcacgtcgccctggtcgagctggaggcaccagtg^ 

atcctccccgtcaxx:ctccctmcccctcggtgatct^^ 

gtcactosctcgggcagccccagtgaggaagacctcct^ 

aaactcgctctgcccatcatcgacacacccaagtgcaacctgctctac^^ 

gagtttggctaccaacccaaaaccatcaagaatgacatgctgt^^ 

GGCAAGAAGGATXSCCnxXAAGGGCGACTCG^^ 

TCGTGGCTCCAGGCGGGGGTCATCAGCTGGGGTGAGGGCTGT^ 

GGTCTCTACATCCGTCTCACCGCCCACCACAACTGGATCC^TC 

cagttccagccagcgaggttgggcggccagaagtcta^ 

CQGCCGCTTCCCirrAGTCAQGGTTAATCCTTC 

AGTTTCGACAAACCmCAACTAGAATGCAGTGAAAAAAAT^ 

ATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTGAC 

Amino Acid sequence of PFEK-PROTT-HIS fusion protein 
(SEQ.ID.NO. : 9) . 

MDSKGSSQKSKUXLLWSNLUXQGWSDYKDDDDVDAAAIAAPFDDDDK^ 

GEWPV^VSIQRNGSHFCGGSLIAEQWVLTAAHCFI^SETSLYQVIJ^^ 

YARWQVESNPLYQGTASSADVALVELEAPVPPTNYILPVCLPDPSVIFETGiy^^ 

GSPSEEDIiPEPRILQKLAWIinrPKCm.LYSKm'EFGYQPKTIKNIM.CAGFEEGK^ 

ACKGDSGGPLVCLVGQSWI^AGVISVrcEGCARQNRPGVYIRVTAHHNWIHRIIPK^ 

AFILGGQKSRHHHHHH 
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Protease: PFEK-Protease T-HiS 
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FIG. 6 



Protease Activity of Protease T 
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